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EDUCATION: 
University of California, Los Angeles                             2004-2008 

Bachelor of Science with College and Departmental Honors 
Major: Ecology, Behavior, and Evolution 

 
 
EXPERIENCE: 
Senior Research Associate 
LAWRENCE BERKELEY NATIONAL LABORATORY, Berkeley, California             2011-Present 
• Worked in assistance with others to set up and carrying out experiments specific to PhyloChip DNA microarray 

analysis. 
• Took charge of specific projects and lab tasks as the primary responsible individual. 
• Responsible for preliminary data analysis using statistical programs Primer-E and R. 
 
Research Associate 
LAWRENCE BERKELEY NATIONAL LABORATORY, Berkeley, California                     2008-2011 
• Responsible for the identification of bacteria and archaea from environmental samples using the PhyloChip 

DNA microarray. 
• Laboratory techniques include advanced DNA and RNA extraction, PCR optimization, and microarray 

hybridization and analysis. 
 
Field Researcher                                2007 
MPALA RESEARCH CENTRE, Laikipia, Kenya 
• Designed and implemented an outdoor field experiment to study heterospecific eavesdropping in a miniature 

antelope (Madoqua guentheri). 
• Recorded bird alarm calls, broadcast recordings to miniature antelope, monitored behavioral changes, and 

analyzed data. 
• Upon encouragement from a professor, published findings in Behavioral Ecology. 
 
Research Assistant                 2007 
CHILDREN’S HOSPITAL OAKLAND RESEARCH INSTITUTE, Oakland, California 
• Worked independently on a laboratory study on the birth defect gastroschisis. 
• Amplified blood samples using PCR and genotyped blood samples using gel electrophoresis. 
• Responsible for data management and interpretation. 
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